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Biosynthesis of Glutathione in the ATP Regeneration System
Established by the Mixed Culture of Escherichia coli
and Sacharomyces cerevisiae

LI Hua—~zhong, LIN Jin—ping, LI Yin, CHEN Jian
(School of Biotechnology, Wuxi University of Light Industry, Wuxi 214036)

Abstract An AT P regeneration system composed of the glutathione— synthetase in the re—
combinant Escherichia wli WSH-KE] and the EM P pathway in the Sacharomyces cerevisiae
W SH-J7 was established by the mixed culture of the two kinds of microorganisms in sus—
pension. The feasibility of the system used in the biosynthesis of glutathione was verified.

The effect of the glucose concentration and the biomass of the two kinds of microorgan-—
isms on the biosynthesis of glutathione was studied- The possible reason of the weaker a—
bility of glutathione synthesis in the established AT P regeneration system was discussed.
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