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Abstract Up to now many genes encoding lipases including those from microorganisms animals and plants
were cloned and the lipase ¢cDNA and DNA sequences were determined. In this paper we reviewed mainly
on molecular biology of microbial lipases such as gene cloning nucleotide and amino acid sequencing and an-
alyzing gene expression and so on.
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Tab.1 The Main Processing Types of Microbial Lipases on
Substrates
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Tab.2 Binding Substrates Region in Mammalian Lipase
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3 Pen camembertii U-150 mdlA
Tab.3 Splice Signals within the Introns of the mdlA Gene from Penicillium camembertii U-150

10

12

5 - /bp 3 - /bp
I G/GTACAT TACTGAC 4 GGTITAG/A 56
I A/GTAAGT TACTTAC 4 GCATAG/C 53
GTRNGT YGCTAAC 0~22 YAG <100
R Y N
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