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mRNA Differential Display of Systemic Acquired Resistance Induced by
BTH in Rice against Blast Caused by Magnaporthe grisea
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Abstract: The expression profiles a line G71 susceptible to isolate 92-183in response to
Benzothiadiazole(BTH) were investigated using mRNA differentially display (DD). The leaves
were sprayed with BTH for 3 daysat 4-leaf stage. A total of 11 differentially expressed ¢cDNA
fragments were obtained with 10 combinations of primersdesigned according to the conserved
domains of resistance or resistance related genes. Reverse Northern identified that 3cDNA
fragments were up- regulated by spraying of BTH. Northern blot confirmed the expression of
G71NBS14BI2 was induced by BTH and Magnaporthe grisea. G71NBS14BI2 was mapped on
chromosome 11 by RFLP analysis and located in the interval where QTL controlling partial

resistance to neck blast was detected.
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