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Selection of Liquid Medium for Schinophyllum commune
by L, (3*) Orthogonal Design
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(1. Shanxi Key Laboratory of Bio-Resources, Shaanxi University of Technology, Hanzhong 723001; 2. Shaanxi
Topsun Biological Products Co. Ltd. Hanzhong 723000)

Abstract: This paper studied the optimal liquid medium for Schinophyllum commune cultivation.
The results showed that the optimal liquid medium for Schinophyllum commune cultivation

contains the following componets (in g/L): potato 200, whea: bran 100, glucose 30, yeast

extract 1 , MgSO, - 7TH,0 1, KH,PO,5, CaCO; 0.1, and VB,0. 1.
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KH.PO, 5 g, MgSO, + TH;0 2.5 g, VB, 0.1 g,
g 20 g, H,O1 L.

2) ERMiEFE. DRE 200 g, KK 100 g,
KH.PO, 5 g, MgS0, - 7TH,0 2.5 g, VB, 0. 1 g,
CaCO; 3 g, H;O1L.
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Bk SHREREBEN—FLE, SRt
BE 6 KM, F 100 mL =AM HBIMAE TR
FERAREIOnL, REXEGRHIZER, THEHE
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BFRFEHE.

2 HR 55

2.1 FAHRERFENAERLERKNVN

TEEMIBFHEPMA 3.0 g/LEEE, FH 5
BNA 20.0 g/L #2548 AT IS PRI R REME ILBE . E
KM HETHRBEFERB, ERAE L
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Tab.1 Mycelial mean yield in the media with different carbon sources

WaREYR (g/L)

EEHABRE wWER GaF::3<3 RV LR E¥ 3.
A, ®¥ B, ol D, E

1 1.512 4 0.784 6 0.622 7 1.3125 1.285 5

2 1.6215 1.089 7 0.7419 1.738 5 1.199 1

3 1.498 7 1.062 5 0.652 4 0.703 9 0.292 8

4 1.657 5 0.889 0 0.601 8 0.970 0 0.260 4

5 1.537 8 11257 0.689 7 2.604 5 0.230 9

6 1.673 1 1.205 1 0.6217 0.778 6 0.453 2

X 9.500 0 6. 156 6 3.930 2 8.100 0 3.700 0

X; 1.600 0 1.000 0 0.700 0 1.400 0 0.600 0
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Tab. 2 The difference of mycelial mean yield in the media

BHr(g/L)

with different carbon sources

RE BEE WHE  TBEHE EE EXh
A D, % B G E,
X; 1.6000 1.4000 1.000 0.7000 0.6000
X;—E; 1.000%%0.8000%" 0.4000 0.1000

X;—Cy 0.900 070,700 0T+ 0.300 0
X;—B: 0.600 0% 0,400 0
X.—Di

A +ERREE(H<0.0l, g KB +ERBEOL
0.05,¢ K18 .
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Tab.3 Mycelial mean yield in the media with different nitrogen sources

BLHEME (/L)

HEEHEFE EET BOE ERE ®oh L
A; B, C, D, E,

1 1.446 3 1, 9817 2.1100 1.957 5 1.258 7

2 1.515 2 2.0050 1.907 5 1.897 8 1.305 6

3 1.697 0 2.4512 1.625 7 2.107 0 1,402 5

4 1.603 5 1, 8758 1.797 8 2.3015 1.451 8

5 1.657 5 2. 1070 1.802 5 1.878 5 1.352 0

6 1.5815 2.2255 1.956 1 2.0881 1.489 0

X 9.500 10 12.600 0 11.200 0 12,230 4 8.259 6

X; 1. 600 2.100 0 1. 9000 2.000 0 1.400 0

FIRW, UBEMN B RAERE AR EH
A ETUBRSREF BLERKRERR, A
K oB2EYER. UREREAIRFECER HE
HHAEYE, (NH),SOEXR. RBHFEARRRE
BARBEFEFRLEY B ZHLRIRFRKE:
BEEE>HIN>ERE>EAKE>(NH,),SO,.
Z FEBRR,F=S5,"/5.2=26.776 2,F>F, ,; (4,
27),F>F, 01 (4,27). N LSR 4347, &R W% 4.
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Tab.4 The difference of mycelial mean yield in the media

with different nitrogen sources B (g/L)
ESR RE® BAK HRE
mB B, D, Ek¥EC A, E,

X: 2.1000 2.0000 1.9000 1.6000 1.4000
X;—E; 0.7000%%.60007%0.500 0% 0.2000

X;—A; 0.5000%0.400 0"* 0.3000

X;—C; 0.2000 0.1000

X;—D2 0.100 0

++ ZREBE(H<0.0l,gRE;+ ER B ¥ (p<o.
05,q K

FARP S HBERABRNHUBELNEY R
HEEW, L BESEF5(NH), SO, BEHSE
(NH). SO BB H S EEKEE TENBEHK
FEEMMEXRRERAEE, RRERERA
BEK SRR, BHRRER. FHAREMH

RELZEYEYMERBEENRFREXEESE
>EIH>ERE>EAKR>NHD,SO,. RER
FAREFREPHBELNERRIMEYE, T
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2.3 ABEBRKEFERSEARE
DEEEIRE BESFIAE BN
KH,PO,,MgSO, + 7H, O, & % ¥ 200 g, 3t &
100 g, VB,0.1 g, CaCO, 3 g, H,O1 L. X 3EH
BRI FER BT L GHIERRE, FHRNEKS,6.
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Tab.5 The different level and factors

HE BERF BM_SH Hm$
kg WEWB/ REWE/ REWE/ REKRE/
(g/L) (g/L) (g/L) (g/L)
A B c D
1 10 1 3 1
2 20 3 5 2
3 30 5 7 3

6 FH,HEEA I KL, BEREE 1K,
KH,PO, 7 2 /K ¥, MgSO, - TH,O £ 1 XK F B«
EYBEER. B, SEFREEKTEHAE N A
B.C;D,. RESHRF -EWANBPELAEYEHK
INERN A>D>C>B. Fl . BAREEZRER
BB AR ERER TN DL HE 200 g, 3
100 g, % %8s 30 g, B2 EFE 1.0 g, KH, PO, 5 g,
MgSO, « 7TH; 0 2.5 g, VB,0.1 g,CaCO, 3 g, H,O
1L,
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Tab.6 The analysis of result with the orthogonal test of Ls (3*)

5RE WEm MOR PR nmE muzpE 3 £ #®

®"E A B 28 C D X (n=6)
1 1 1 1 1 18,239 4 DAZYRE B R bR AT WA O SR B RO R T,
2 1 2 2 2 16.222 6 %tﬁﬁﬂ?%&‘?@%ﬁﬁﬁﬁﬂ%ﬁﬂﬁ$ﬁﬁﬁ%ﬂ
3 1 3 3 3 16.598 2 A EEENERER, BEMERD A ARE X
4 2 1 2 3 21.317 7 HRABEEARABRENAA BSEAETHW
5 2 2 3 1 22.8546 F R R T, B B A (NH), SO M % 2. @t
6 2 3 1 2 18.831 9 LGHEXRITAEMENBREABREERENR
v ! 3 2o 267635 TR IR DR 200 g, Bk B 100 g, M 30 g,
s 8 oz L3 N2 g g, KH,PO,5 g MgSO, * 7TH;0 2.5 g,
131 51 0360 266:20 655 0255 570 1102 3 o VB,0.1g,CaCO; 3 g, H:0 1 L IRFWIALH
K2 63.004 257.061 4 66.548 661,818 0 HESER, TARDHRERIRENAR, K
K3 73.756 064,438 4 66.216 355,900 1 HLEY BRI ABRKH TR

k1l 8.5100 11.053 4 9.1759 11.683 7 187.820 4
k2 10.5007 9.510 2 11.091 410.303 0
k3 12.292710.739711.0361 9.316 7
R 3.7827 1.5432 1.9155 2.3670
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