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Abstract: The gene encoding glycerol dehydratase g subunit was amplified by booster PCR using
the genomic DNA of Klebsiella pneumoniae as the template. By sequence analysis, the gene was
identified to be consisted of 585 bp encoding 194 amino acid residues. In addition, by computer
analysis, the gene was identified to be consistent with the gene reported by foreign literatures up
to 99. 34%. The results showed that the gene encoding GDHt-8 subunit was obtained and this
would lay the basis for further studying biological functions and potential utility of the gene.
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GTG CAA CAG ACA ACC CAA ATT CAG 24
CCC TCT TTT ACC CTG AAA ACC CGC GAG GGC 54
GGG GTA GCT TCT GCC GAT GAA CGC GCC GAT 84
GAA GTG GTG ATC GGC GTC GGC CCT GCC TTC 114
GAT AAA CAC CAG CAT CAC ACT CTG ATC GAT 144
ATG CCC CAT GGC GCG ATC CTC AAA GAG CTG 174
ATT GCC GGG GTG GAA GAA GAG GGG CTT CAC 204
GCC CGG GTG GTG CGC ATT CTG CGC ACG TCC 234
GAC GTC TCC TTT ATG GCC TGG GAT GCT GCC 264
AAC CTG AGC GGC TCG GGG ATC GGC ATC GGT 294
ATC CAG TCG AAG GGG ACC ACG GTC ATC CAT 324
CAG CGC GAT CTG CTG CCG CTC AGC AAC CTG 354
GAG CTG TTC TCC CAG GCG CCG CTG CTG ACG 384
CTG GAG ACC TAC CGG CAG ATT GGC AAA AAC 414
GCC GCG CGC TAT GCG CGC AAA GAG TCA CCT 444
TCG CCG GTG CCG GTG GTG AAC GAT CAG ATG 474
GTG CGG CCG AAA TTT ATG GCC AAA GCC GCG 504
CTA TTT CAT ATC AAA GAG ACC AAG CAT GTG 534
GTG CAG GAC GCC GAG CCC GTC ACC CTG CAC 564
ATC GAC TTA GTA AGG GAG TGA 585

3 K. pneumoniae GDHt-f

Fig. 3 Nucleotide sequence of gldB gene encoding glycerol dehydratase f§ subunit from K. pneumoniae
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Tab.1 Amino acid composing of GDHt-f gene encoding glyc- .
erol dehydratase f§ subunit from K. pneumoniae PCR
/% /% DNA : P3s P4

Ala(A) 18 9.23 Leu(L) 18 2.05 PCR ,
Arg(R) 11 5. 64 Lys(K) 10 5.12 PCR
Asn(N) 4 2.05 Met(M) 4 2.05
Asp(D) 10 512 Phe(F) 6  3.07 DNA ; :
Cys(O) 0 0 Pro(P) 10 5.12 ; ;
Gln(Q) 11 5.64 Ser($) 11 5.64 dNTP 5 Taq ;

Glu(E) 13 6. 66 Thr(T) 12 6.15 GDHt-8 GC

Gly(G) 13 6. 66 Trp(W) 1 0.51 DNA
His(HD 9 4.61 Tyr(Y) 2 1.02 )

Ile(D 13 6. 66 Val(V) 18 9.23 Pl P2, Pl P2 PCR
Asx(B) 0 9.23 * % % (%) 1 0.51

Glx(2) 0 5.12 Xxx(X) 0 0.00 ’ p3 P4 ’ PCR

Total 195 99.92 ’ .
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