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Isolation of Naphthalene-Degrading Pseudomonas sp. ND2Z24 and
Bioremediation of Naphthalene-Contaminated Soils

CAI Bao-li, LI Yong-jun, LIANG Jing, ZHAO Hua-bing
(College of Life Science, Nankai University, Tianjin 300071, China)

Abstract: With the method of enrichment culture, a high efficient naphthalene-degrading strain,

ND24, was isolated from petroleum wastewater. The strain was capable of utilizing naphthalene

as a sole carbon source for growth and degrading naphthalene upto 98. 4% of existed in minimal

medium (2 g/L) within 48 hours. The strain also showed the capability of degrading salicylic
acid, p-hydroxybenzoic acid, o-phthalic acid and phenylacetic acid. 16 S rRNA gene sequencing

identified the strain ND24 as a Pseudomonas sp. After inoculating strain ND24 into the

autoclaved soils containing 0. 2% naphthalene and incubating it at room temperature for 14 days.,

98. 2% naphthalene was removed.
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