2006 5 Journal of Food Science and Biotechnology

Vol. 25 No. 3
May 2006

:1673-1689(2006)03-0015-04

BSX5

(
. . . BSX5,
Bacillus subtilis 99%,
, Bacillus subtilis. 3,5-
(CMC-Na) , BSX5
50 C, pH 5.5~6.5,
; ; :16S rDNA;
:TQ 920

,310035)

16S rDNA

Bacillus subtilis

(DNS)

N

8-12 h,

Study on Isolation, Identification of a Cellulose-Decomposing BSXS

Strain and Conditions for Celluase Production

ZHU Jun-li, HAN Jian-zhong,

LI Jian-rong

(College of Food Science and Biotechnology and Environmental Engineering, Zhejiang Gongshang University,

Hangzhou 310035, China)

Abstract: A bacterium, which could decompose cellulose efficiently, was isolated from a kind of

hydrolytic dry bamboo food on transparent ring. The strain, named BSX5, was Gram-positive

Bacillus with spore-forming. The BSX5 strain was identified as Bacillus subtilis . based on the

results of physio-biochemical characteristics and the homological analysis of 16S rDNA sequence.

The phylogenetic tree built on the 16S rDNA sequence indicated BSX5 strain was the nearest to

one of Bacillus subtilis. With 3, 5-dinitrosalicylic acid as developer and CMC-Na as substrate,

conditions for celluase production by BSX5 strain was studied. The result showed that the

suitable temperature was 50 C, the suitable culture time was about 8~12 h, and the suitable pH

was about 5. 5~6. 5 for cellulase production.
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