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Cloning and Expression of Gene Pel9A Encoding Thermostable Pectate Lyase
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Abstract; With genomic DNA of Clostridium stercorarium as a template, a structural gene pel9A
encoding pectate lyase was obtained by PCR amplification. The pel9A was cloned into pET28a to
recombine an express plasmid pPel9A, and then the plasmid pPel9A was transformed into E. coli
BL-21, expressed under the control of T7lac promoter at 37 C. and induction with 0. 8 mmol/L
IPTG for 5 h. SDS-PAGE analysis revealed that with IPTG induction, the recombinant strain
harboring the plasmid pPel9A could express the target protein (130 000) , with the molecular
weight same as the expected pectate lyase protein. The specific activity of pectate lyase was 15 U/
mg crude protein.
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Fig. 2 Double digestion of pPel9A with Xhol/Ncol
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