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Abstract Thermoanaerobacter ethanolicus JW200 ethanol and carbon dioxide production microorganism
which is regulated by several key enzymes involved in ethanol formation including aldehyde
dehydrogenase and alcohol dehydrogenases. The 1059bp adhB encoding S-ADH was amplified by PCR
by primers based on high conserved sequences and the recombinant S-ADH was expressed in E. coli
with histag. The fusion protein was purified by affinity chromatography and characterized as a bifunctional
aldehyde-alcohol dehydrogenase. The temperature for the maximum initial activity in a 10-min assay of
the purified histag fusion S-ADH was observed around 70 C 55 C and 60 C  with acetyl-CoA

aldehyde and ethanol as substrate respectively. The pH optimum was 8. 0 and 8.9 with aldehyde and
ethanol as substrate respectively and 8. 4 with acetyl-CoA as substrate. The histag fusion S-ADH has K |
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of 3.32 mM and V,

max

of 12.5 mol/ min: mg

pathway in ethanol formation in T. ethanolicus JW200.
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towards acetyl-CoA. The results suggested that a new
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Fig. 6 Ethanol pathway in T. ethanolicus
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