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Studies on Isolation, Purification and Identification of
Sweet Potato Glycoprotein

ZHAO Mei*, YU Chun-di*, DING Xiao-lin?
(1. School of Food Science and Engineering, Qingdao Agriculture University, Qingdao 266109,China; 2 School of
Food Science and Technology, Jiangnan University, Wuxi 214122, China)

Abstract; In this study, by using DEAE-52 cellulose and Sephadex G100 Column
chromatography, sweet potato glycoprotein (SPG) was isolated and purified from sweet potato,
then its structure was analyzed. The results indicated: SPG takes on white solid powder and is
easily dissolved in water; the content of protein in SPG is 61.2%. S contained in the SPG
polysaccharide chain of SDS—PAGE showed one bond. Main monosaccharide were Arabinose,
Xylose, Mannose, Glucose and Galactose. The structure of SPG was studied by IR and alkaline
B-elimination reaction. It was found that; (1) SPG contains a-glucosidic bonds; (2) the type of
the glucosidic bonds was pyranose, (3) the protein was covalently linked with the carbohydrate by
O-glycosyl linkage.
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Fig.2 Elution pattern of SPWSGP on Sephadex G100
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Fig.3 The electrophorogram of SPG
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Tab.1 The results of amino acid analysis of two samples

P HEBEAHS HEBEOMR
FER®KE/(mg/mL)  FEWKE/(mg/mL)
Asp 5.49 7.36
Glu 6.44 1. 67
Ser 2,34 3.92
His 1.17 2.03
Gly 1.76 3.53
* Thr 1.79 2.61
Ala 1.73 3.35
Arg 3.81 6. 85
Tyr 2.12 3.22
Cys 5.81 6.99
* Val 2.53 4,06
* Met 2.53 8.14
* Phe 3.18 5.1
* Ile 2.05 3.58
* Leu 3.63 6. 14
* Lys 2.81 2.92
Pro 1.99 4,41
Bt 50.19 75. 88
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Fig. 4 Gas chromatogram of standard neutral monosac-
chatides
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Fig. 5 Gas chromatogram of acid hydrolysates of SPWS-
GP
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Fig. 6 IR spectrum of SPG
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Fig.7 UV spectrum of SPG (without NaOH)
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Fig.8 UV spectrum of SPG (with NaOH)
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