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Identification of Lepista sordida LS7 and Antibiotic Activity Analysis
of its Fermentation Broth

Zhang Jing-liang, LI Rong, JIANG Xiao-lu*
(College of Food Science and Engineering, Ocean University of China, Qingdao 266003, China)

Abstract; A strain LS7 was isolated from the Laoshan mountain of Qingdao. According to the
morphological, cultural characteristics, and ITS and 5. 8s rDNA sequence analysis, the isolate
was identified as Lepista sordida. The fermentation broth was extracted by different organic
reagents, and their antibiotic activity was also evulated in this study. This strain exhibited the
inhibitory action on Gram-positive bacteria, Gram-negative bacteria and fungi, especially for
Fusarium oxysporum and Colletotrichum capsicibut!. The results shown here provided the
theoretical basis for the application of Lepista sordida in food and medicine industry.
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KFZRF . JEBAE Lepista sordida LST 5 TR AL BRAE EMLSH 949
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1.1 E#

LS7 Btk P EEERENAREYBIRE

FRELAE,; B2 A S E RS

(Bacillus subtilis) & ¥ G E B ERE (Staphylococ-
cus aureus) » Y1 TRHE (Salmonella) ; ¥ 22 KA
M. wHEERE K13(Klebsiella K13) MR IR
(Vibriometschnikovi) . KIHFE (E. cold) ; B : 8
JAA F B (Fusarium oxysporum ), B W % H B
(Colletotrichum capsicibutl ), B 8 & (Rhizopus
nigricans) R 2 B (Candida albicans); VA Lk
R EEE RN A LR E R,
L2 BRE
1L2.1 LS7THs#F3d4% PDAMFRE,
1.2.2 LSTE#ABEAE 1T 200 g, HEHE
3 g/dL, B RHE 0.6 g/dL, BsRR — S 4 0.05 g/dL,
BiM%E 0.1 g/dL, V0. 01 g/dL,pH 6.5,7 1 000
mL,
123 ®EAFEREAE HHE-FHFEOKE
FeE; FLPE . PDA 353528, 904 . 2216 554,
1.3 LST BHk&BHERAZ

MIE R AHE EPREZ) 5 mm X 5 mm K/
BREMT ABEE T, 250 mL =AMEER 100
mL, 25 °C.160 r/min #£KEEFE 10 d, Pk E 228k
B MERYE IR F, 250 mL =MW 100
mL, EERMEF 8 7%,25 °C.160 r/min $EFEEE S
5, WEELKMARR, BLRHTEMEE, &
B T EHNE .

1.4 LSTEHHLTE
1.41 BAEEABHLELE MNFELERYS
mm X5 mm fEHREME PDA B5E F,25 CHE
FMEHELSETAEH. BEFIW04dE.H
OLYMPUS BX41 ¥ e B MRE L4554
1.4.2 LS7 &#4 ITS#5.8s IDNA R #54 #
F CTAB® SR BUA B B E 4 DNA, AR
wE AT
ITS4(5-TCCTCCGCTTATTGATATGC-3 9
ITS5(5-GGAAGTAAAAGTCGTAACAAGG
-37. 50 uL PCR KR : 10X HZE M 5 pL.
514 A (ITS4 )1 uL. 3|4 BCITS5) 1 pL.Taq
DNA B4 8 0.25 pL.dNTP(2 mmol/L)5 pL.
# DNA 2.5 uL. B4tk 35. 25 pL #bE Z 50 uL,
JZ 18 24894 °C 3min, (94 °C 30's, 56 °C 30 s, 72
C 90 $)30 MEFH ,72 ‘C{#18 10 min, PCR KJi
EHE. B3 ul Y% E R loading buffer F
1.5 g/dL BEREMEBRBC F Ik b ik, 76 S SN BRI LR
X LR PCR =K/, PCR FEY)6 38 L1184
B ARERARRE.
1.4.3 ITS R A5 st Rt ibmea g 15
BN 5% B CLUSTAL X #8547 X HE 5,
iz B4y F kAL 8 45 oy B ik 44 MEGA 4 (Molecular
Evolutionary Genetics Analysis) f# Kimura 2-Pa-
rameter Distance 28 H BB EEEEBH NJ
(neighbor-joining method, 4B #£ &) ¥ & original
#, B RSB (Bootstrap) y 1 000 YK, 25 BBk
8 SRR A R Ab B, e B A B E RS
B, R OB RSP KRE,
1.5 ZEFYMNRIEAEEEMNE
1.5.1 AEEHERR EBBEELOEEE K
BERERN /5. RBBRIMASB LR IEE
BLABKMMZBR BN, KEEMASRELR
LB REXEM I W, EHLBRLEM. 2RI
ARG RKAHERIET BEXRAMERMTEER,
WWERNE YD HIBEREHET, EEEE
YRR A R AYVMEA . K E&E T DMSO H#,
B I BUR B E N 20 mg/mL RS, &R .
1.5.2 RAFEHANR EEFLFIHNBAREK
X 10° cfu/mL MHHAE R 0. 1 mL, BERL
BHZE 45 CHREFE 12 mL, MAE M7 BNRA.
FEREGRERE BEEY 6 mm WEE TENZ
EACHRERR 20 pL ANEH S MRS, BT
b Y00 32 CHE3F 18~24 h, MEMEBER;
HH 28 CHESE 24~48 h, W EMHEBAREE .
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2.1 FELE EEESRELSE

LS7 ¥k F LI B = A B IR iE R KR
RO E6,HZNE ERAABNFELFHRFIRE
o, EmiEd. ARREA, MBE B AEK,
EWEAEF G, EEEHTH, AL, 7 PDA L
FEEPAERKER AEAWE AL, 2 XFE
% REERE SR, LM ARG, FR AR A, &
o, A 1, YT M T WS 2550,
“FER 3~4 pm, B, A B HBREKE, 58 %
BY MRS REAMR.
2.2 ITS XiGiF5I4#

LA LS7 etk ZE 28 DNA Jtide, DL H
Fi5149 1TS4.1TS5 5|45 1%, 155149 670 bp K

B1 kR LS WEERS

Fig.1 Colony of strain LS7
DNA K B, £ GenBank HEEFHE RS R
FJ428582, LAtADVEEVERSPERE, R FI4R
R, E 2, NRGERER EE.LST @hS57E
REBEWBIE RS, T RIEMHLOE, XFHE
H 99N, MBFLE FHERS, HLMREM
ITS X 38 2 H 43 ¥, W LS7T Btk AL BB
(Lepista sordida),
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[‘ Lepista nebularis DQ149727
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B2 LS7 fk SN Rt A RE
Fig. 2 Phylogenetic relationships between strain LS7 and Lepista

2.3 MEXRERSSH

¥ LST Bk R B, A A AA BRI R L
BeAIE TEEEREABR, B LRIEHSETE
My, UBEFAFE. SHEGEHERE. D]
KB . REMAKE K. ABHHTHE.ERE. ARL
BEfE B IAG 25 5 . BROBURJE 1 . 4 QI o fit ik
B, WEARRBER T EEE SR NE 1.

& 1 ]I, 28R Z BR R B4 3o 4 K 25 it i
EAMHER, P K E MEFATE. £
HEAHRE. BT EE . BB HE A ST

HHIMEE AR R R, MEE E R EEET 15
mm, H A0 BT 2 8 ) 10 46 B o MV BB B
12I5% 30 mm, Xt B9 B 22 BE R R — 5 RO 1 3%
R MEBEEREE 12 mm, FTEHREREHR
WHARGH MR, HPXIHEFRATE. €
WEH R ERE M LG | 24T 25 3 A BRUR JH
HAHBEHIHEESE MABEYEFRETT 15
o, SR 1 %o 52 B 16 EC B L 5 1R 42 TR 5 R 50 0 K
R. TRELBRIERRYERIET BEERY X
ERBHEANEE Y., ASRT, BARE
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BFEREF HBAE Lepista sordida LST 9% TR AKX SRR G EWSH 951

EHNYRFEBENHELRIERS, TET B
SRLCBE . BN R B YR B T

®1 FARANBRNERBLGREEMSE
Tab.1 Antibiotic activity of different fractions

LW, K ILE I = 9 R B T B 1 st WEBER/mm
¥, G .G B R EAEE AR LRI ETH
e, R RN BN S R A TR Ecoi 5 u
BRI B B R R IR KRR LB (A KIS Kiebsiella K13 6 0
MR, ABLEEYHHEAKE, B—fapsy TR Bacillus sblis 9 18
RN R MRS LR R T AR Ry SREMRRE Sepblocausawress 19
BREATERTIER, BiaT SR Anksyy, UTKE Sdmnoella 1
WERAE. FERAGREELRRN L PO Vst B
2R MR LR ARBRONEER, By AELRE Codida abicans 12 0
WA R AKE Y OB SR T — Ry SUMNER Fusarium oxysporum oo
HOVRIE. BHRIEBE Colletotrichum capsicibutl 21 20
BRE Rhizopus nigricans 0 0
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