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Quality Changes of DNA during Processing to Surimi Used for Traceability

ZHAO Wenrxiu, PAN Haryun, WANG X+chang, PAN Ying jie,
WANG Zhihe, ZHAO Yong
(College of Food Science and T echnology, Shanghai Ocean University, Shanghai 201306, China)

Abstract: DN A traceability is one of the emerging and efficient means for the management and
control of food quality and safety. However, deep processing products suffered DNA
destruction, which directly affected the follow-up species detection and traceability. In this
study, different stages of Pseudosciaena crocea and Ctenopharyngodon idellus processing Surimis
DNA were extracted by phenol chloroform and the the DNA quality evaluated by UV
spectrophotometer, agarose gel electrophoresis, 18SrRNA amplification as well as microsatellite
(SSR) amplification. The results showed that, with the processing of the product, DNA quality
was gradually declined, but the genomic DNA was still competent for species identification and
DNA traceability.
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Tab. 1 Four pairs of microsatellite markers and their primers in Ctenop hary ngodon idellus
GenBank
(5= 3] /bp /C
Ci09 FAM- TGGCCTTCACTACCATCACTT
FF 408900 (CA)wo AATGT CCCCACAATTCATAAAA 17~ 139 0.5
Cilo HEX- AATGCTTCCCAT CT CACTGC
EF 408901 (AC)1s TCAGAGCCACACCAACAATG 188~ 214 60
Cil3 FAM- GAAT AAAGCGGATGCCTT GAAT
EF408904 (GT)s TTTCCCAAAACTTTAGCACACTTT 209~ 215 38
Cil4 HEX- AAATGGT CT GCTCAAAAATGT A
EF408905 (TG)o TTTACT CACTGGGCTTCTTCA 122~ 128 60
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Tab.2 Four pairs of microsatellite markers and their primers in Pseudosciaena crocea
GenBank
(5= 3) /bp /C
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Fig. 1  Electrophoresis of Ctenopharyngodon idellus
genomic DNA extracted by phenot chloroform
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Fig.2 Electrophoresis of Pseudosciaena crocea genomic
DNA extracted by pheno}-chloroform
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Tab. 3 Results of Ctenopharyngodon idellus DNA ultraviol et

spectrophotometer ( UV)
/ DNA /
Aol A
2OTEE0 T (ng/HL) (ng/g )
1.80% 72.87% 24288.89*
0. 03 0. 45 150. 312
1.71% 65. 67 21 888. 89+
0. 01 0. 90 300. 62°
1.68% 50.20 % 16 733. 33
0. 00 0. 46 152. 75¢
1.74% 49 .27+ 16422. 22+
0. 03 0. 31 101. 83¢
1.69% 46. 60t 15522. 11
0. 07 2.25 751. 304
1.57% 36. 83t 12 277. 78
0. 01 0. 51 171. 05¢
3 * ;
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Tab.4 Results of Pseudosciaena crocea DNA ultraviolet spee-
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0.00 1.10 366.67
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