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Molecular Identification of Nine Strains Lactic Acid Bacteria Isolated
from Yak Milk and Triton in Sichuan

BAO Qiu-hua, LUQiang, YU Jie, WANG Hong-mei, ZHANG He-ping, SUN Tian-song”
(Key Laboratory of Dairy Biotechnology and Engineering Ministry of Education, Inner Mongolia Agricultural University, Ho-
hhot 010018, China)

Abstract: In this study, To accurately identify lactic acid bacteria (LAB) that were isolated
from fresh yak milk and Qula in Sichuan region of China, nine LAB strains were classified and
identified to species level by using 16S rDNA sequencing analysis, multiplex PCR assay of recA
gene, hsp60-PCR-RFLP analysis etc. The results showed that nine LAB strains were initially
characterized as Lactobacillus plantarum group (4 strains), Leuconostoc mesenteroides (4
strains) and Lactobacillus helveticus (1 strain) by 16S rDNA sequencing analysis. However,
16S rDNA sequencing analysis could not distinguish between L. plantarum and L. pentosus.
For further identification of strains in L. plantarum group, multiplex PCR assay of recA gene
and hsp60-RFLP analysis were conducted. The results revealed that multiplex PCR assay of
recA gene and hsp60-RFLP could identify L. plantarum group to species level and 4 LAB
strains in L. plantarum group were identified as L. plantarum.
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Tab.1 Primers used for amplification of 16S rRNA, recA and hsp60 gene in Lactic acid bacteria

16S rDNA 5 ~-AGAGTTTGATCCTGGCTCAG -3’
1495r 5 -CTACGGCTACCTTGTTACGA -3’ 7o 9
recA planF 5 -CCGTTTATGCGGAACACCTA -3’ 12
pentF 5' -CAGTGGCGCGGTTGATATC -3’ 12
pREV 5 -TCGGGATTACCA AAC ATCAC -3’ 12
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g0 H729 , 13
CIAC -3
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(50 uL) : 10 XPCR Buffer 5 pL, C 10 5,72 C 30s, 30 ;
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