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A Preliminary Study of Microbial Community Structure and
Its Quality of Pickled Amaranth Stem

SHEN Xi-quan'?, ZHAO Yong—=wei'?, WU Zu-fang™'*, WENG Pei-fang'”*
(1. School of Marine Science, Ningbo University, Ningbo 315211, China; 2. Key Laboratory of Applied Marine Biotechnolo-
gy, Ministry of Education, Ningbo University, Ningbo 315211, China)

Abstract; Fermented amaranth stem is a special traditional characteristics pickled food in east Zhejiang
provice, and it is necessary to understand the microbial community structure and influence on physical
and chemical properties such as nitrite concentration of fermented amaranth stem to ensure food safe-
ty. The bacterial community diversity of fermented amaranth stem was investigated based on the
method of 16S rDNA clone library. The results indicated that 6 bacterial communities in sample were
detected including Myroides, Arcobacter and Lactobacillus, etc. The predominant community was i
dentified as Lactobacillus, which account for 83 9% in total 16S rDNA sequences. In the mean time,
the pH value, salinity and nitrite concentration of pickled product of amaranth stem were also detec-
ted, they are 4 35, 5 5% and 3 99 mg/kg, respectively. The population of bacteria and lactic acid
bacteria were & 8X10° CFU/mL and 1. 6 X10° CFU/mL, respectively. These data are within national
standard. The research results can provide microbial and theory identification for process parameters of
fermented amaranth stem.

Key words: fermented amaranth stem, 16S rDNA colone library, microbial community struc-

ture,characters
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Fig. 1 Establishment of phylogenetic tree based on the neighbour-joining analysis of 16S rDNA sequence in fermented amaranth
stem

1 16S rDNA

Tab. 1 Analytical results of bacterial community composition for fermented amaranth stem based on 16S rDNA clone library

(Lactobacillus) Lactobacillus casei AB690233 99. 5% ~100%
A2 1 Lactobacillus casei AB690233 99. 2%
A3 1 Lactobacillus casei AB690233 96. 9%
A4 1 Lactobacillus paracasei AB181950 98. 6%
A5 1 Lactobacillus rhamnosus AM491821 95. 8%
A6 5 Lactobacillus plantarum AB572045 99. 7%
A7 2 Lactobacillus plantarum AB572045 96. 7%
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Lactobacillus zymae AJ632157 98 7%
A9 1 Lactobacillus buchneri AB425940 99. 6%
51(83. 9%)
(Pediococcus) Bl 1 Pediococcus ethanolidurans AB682363 99. 7%
(Enterobacter) Cl 1 Enterobacter gergoviae AB682278 99. 6%
(Alcaligenes) D1 1 Alcaligenes faecalis JE710960 99. 9%
(Arcobacter) El 2 Arcobacter sp . FJ968635 99. 9%
(Myroides) F1 1 Myroides odoratus AB517709 99. 9%
F2 1 Myroides odoratus AB517709 99. 2%
2,2 pH (a1 ; s
pH .
s 55% 4. 35;
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