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Screening, Identification and Transformational Property of
Minor Ginsenoside Compound K-Producing Fungus

ZHA O Xue-song', LIANG Fei?, HU Yan—bo*, MENG Yue*, ZHOU Yi—fa’
(1. College of Mining Industry,Liaoning Technical University, Fuxin 123000, China;2. School of Life Sciences,
Northeast Normal University , Changchun 130024, China)

Abstract: Ten fungi were screened with regard to their ability to convert major saponins Rb,,Rb,
and Re to Compound K (C-K) which has notable anti—tumor activity. Among these,strain sp. 3.26
exhibited highest transfer ability. The strain sp. 3.26 was identified as Epicoccum sp. through ITS
sequence analysis and morphology observation. A crude ginsenoside—hydrolyzing B—glucosidase (E—
I) was isolated from a culture filtrate of the strain sp. 3.26. The optimal pH and temperature of E-I
were pH 5.0 and 40 °C,respectively. E-I not only hydrolyze ginsenoside Rb, but also hydrolyze Rb,
and Re. However, E-I has higher activity to Rb,. This result indicated that the glycosidases secreted
by strain sp. 3.26 has wide substrate specificity ,and was more specific to glucosidic linkage ,and

the biotransformation pathways by this strain was:ginsenosides Rb,, Rb,, Re—Rd—F,—C-K.
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Query 7 CTA-CTGAT- CGAGGTCAGAGTGT - AAAATGTACTTTTGGACGTCGCCGTTATGAGTGCA 63

Sbjct 529 CTACCTGATCCGAGGTCAGAGTGTAAAAATGTACTTTTGGACGTCGCCGTTATGAGTGCA 470

Query 64 AAGCGCGAGATGTACTGCGCTCCGAAATCAATACGCCGGCTGCCAATTGTTTTAAGGCGA 123

Sbjct 469 AAGCGCGAGATGTACTGCGCTCCGAAATCAATACGCCGGCTGCCAATTGTTTTAAGGCGA 410

Query 124 GTCTACACGCAGAGGCGAGACAAAACACCCAACACCAAGCAGAGCTTGAAGGTACAAATG 183

Sbjct 409 GTCTACACGCAGAGGCGAGACAAAACACCCAACACCAAGCAGAGCTTGAAGGTACAAATG 350

Query 184 ACGCTCGAACAGGCATGCCCCATGGAATACCAAGGGGCGCAATGTGCGTTCAAAGATTCG 243

Sbjct349  ACGCTCGAACAGGCATGCCCCATGGAATACCAAGGGGCGCAATGTGCGTTCAAAGATTCG 290

Query244  ATGATTCACTGAATTCTGCAATTCACACTACTTATCGCATTTCGCTGCGTTCTTCATCGA 303
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Sbjct289  ATGATTCACTGAATTCTGCAATTCACACTACTTATCGCATTTCGCTGCGTTCTTCATCGA 230

Query 304 TGCCAGAACCAAGAGATCCGTTGTTGAAAGTTGTAACTATTATGTTTTTTCAGACGCTGA 363

Sbjct 229 TGCCAGAACCAAGAGATCCGTTGTTGAAAGTTGTAACTATTATGTTTTTTCAGACGCTGA 170

Query 364 TTGCAACTGCAAAGGGTTTGAATGTTGTCCAATCGGCGGGCGGACCCGCCGAGGAAACGA 423

Sbjct 169 TTGCAACTGCAAAGGGTTTGAATGTTGTCCAATCGGCGGGCGGACCCGCCGAGGAAACGA 110

Query 424 AGGTACTCAAAAGACATGGGTAAGAGGTAGCAGACCGAAGTCTACAAACTCTAGGTAATG 483
RN RN AR NN R AR R R R AR AR AR RN

Sbjct 109 AGGTACTCAAAAGACATGGGTAAGAGGTAGCAGACCGAAGTCTACAAACTCTAGGTAATG 50

Query 484 ATCCTTCCGCAGGTTCACCTACGGAAACCTTGTTACGACTTGTGACTTCC 533

Sbjct 49 ATCCTTCCGCAGGTTCACCTACGGAAACCTTGTTACGACTTGT - ACTTCC 1
4 3.26 ITS Epicoccum sp. SP3

Fig. 4 Sequence alignment of ITS sequences obtained from strain sp. 3.26. The ITS sequences of strain sp. 3.26 are aligned

with those of Epicoccum sp. SP3
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Fig. 8 Biotransformation pathways of protopanaxadiol-type saponins by strain sp. 3.26
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