S AH i B A 2 1% D 5 T e 4R DA
IRE AT =R A

% R, IRP, EmBm, T, LFE
(I VL Tl 2A B Bl TR R 2B Ip VL 4 7E 158100)

E . T SUB A B P 4 T B0 AR 2 AL ST RN B R 9 2 TR 22 R
AREFEFEAAEZEL, HHA A AssayMAP Bravo & & 4L 2 4 -F &, R A &3 ik
B R AR o T R E A 3 500 0 3 8 A S 23 BT 0k B 9% o B AL, B R4 & 2R AR
ik B AT SR R R B AR B IR S A o AR T, R R 2 R T B
%A1 A Phe-Tyr—Pro—Ser—Tyr—Ala, Asn-Glu—Arg—His #= Lys—Glu—Ile-Thr—Pro-Ser-Glu—Arg, ¥}
FONRE AL U AR AR R, 2 REA A Rk, 8 A OB BRG] % 5 F A
AR, 2 R kB4R 5 Nisin RFl

KA DT I E KB T R &9 ROAR & BUR AR & = 2 ik RA R 57

FESES: Q51 XEEREHD:A XEHS:1673—1689(2014)05—0522—06

Determination of Amino Acid Sequence of Antibacterial Peptide Function
Units by Using RPHPLC-MS Method

CHEN Bing, WANG Yazhen, HUANG Weiwei, WANG Yanmei, MA Yuliang
(Department of Environmental Engineering, Heilongjiang University of Technology, Jixi 158100, China)

Abstract: The objective of this study is to determine the amino acid sequence of antibacterial
peptide function units from Lacticacid bacteria fermented liquid,it has important significance for
deep understanding of the antibacterial principle and practical application.According to the
AssayMAP Bravo protein purification system,the experiment used the RPHPLC -MS method, got
three components of high purity and high antibacterial activity from the 3.5 KDa small antibacterial
peptide samples by using Gel —Filtration Chromatography,two —steps Reversed —Phase High
Performance Liquid Chromatography and two —dimensional Mass Spectrometry. The amino acid
sequence of three antibacterial peptide function units had been measured,respectively were Phe-
Tyr —Pro —=Ser —Tyr —Ala,Asn —Glu —Arg —His and Lys —Glu —Ile =Thr —Pro —Ser —Glu —Arg. The
experimental conclusion is that the antibacterial function units of small peptide consists of three
short peptides,using this method can effectively extract and detection of the small antibacterial

peptide ,and the amino acid composition of 3.5 KDa small antibacterial peptide is different from
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Table 1 Amino acid sequence of antibacterial functional
unit
1 P-1-18-11-a Phe—Tyr—Pro—Ser-Tyr—Ala
Asn—Glu—Arg—His
Lys—Glu-Ile—Thr—Pro—Ser—Glu—Arg

2 P-II-7-5-a
3 P-1I-7-5-B
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