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Abstract: Phosphatidylinositol (PI) signaling system was critical in many plant developmental
processes including seed development,growth and reproduction,aging and cell responses to
environmental stress. Based on the construction of the transcriptome library and the expression
profile of Camellia oleifera seeds both in the fruit expanding period and at the peak stage of lipid

biosynthesis and oil synthesis,the key enzyme genes related to Pl signaling system has been
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analyzed in detail. The research suggested that there are 212 non-redundant gene unigenes related

to PI signaling sistem of Camellia oleifera seeds which mainly encode 12 kind of key enzyme

proteins such as PIK,PIPK,PIS,DGK,PLC et al. The results of expression profile analysis showed

that these genes have different expression patterns in different developmental stage of Camellia

oleifera seeds. The findings will be in favor of the research of interaction between IP pathway and

other signaling pathways and provide a scientific basis for Camellia oleifera breeding of good quality.
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Table 1 Unigenes and related enzyme functional genes regulating Phosphatidylinositol signaling system in transcriptome of

Camellia oleifera seeds
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Table 2 Expression difference analy51s of key genes in PI signaling system of Camellia oleifera seeds with different stages

and the peak stage
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30.84 —1.874 341 53 1.81E-38 1.71E-36
2.06 -0.027 744 99 0.967 018 1.001 999 09
3.82 1.348 610 138 0.070 392 2 0.166 686 326
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74.31 2.742 996 693 1.58E-13 4.53E-12
9.69 -0.195 991 106 0.573 424 0.675 132 624
2.35 -0.489 805 268 0.473 66 0.577 675 583
23.79 11.216 139 56 2.22E-16 9.57E-15
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