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Isolation and Characterization of a Chitin—Degrading Strain Chitinibacter sp.
GC72 and Identification of its Chitinase Degradation
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Abstract: A novel chitin—degrading aerobe , Chitinibacter sp. GC72,was isolated from a soil sample
from Nanjing,and was proved to have high chitinolytic activity. The enzyme activity could reach to
2 835 Ul/g at 72 h of culture time,and one liter fermentation liquid contained 910 U chitinase. lts
chitinase hydrolyzate ,further investigated by TLC ,UHPLC ,Q-TOF-MS,was confirmed as GlcNAc.
In the experiments of chitin hydrolyzation,the GlcNAc yield was 79.6% by using 3.44 U chitinase
to hydrolyze chitin(200 mg) in 27 h.
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Table 1 Results of strain screening
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S % D/cm dlcm (U/mL)

GC-11 12 0.20 6.00 0.33
GC-23 0.8 0.20 4.00 0.17
GC-26 0.5 0.10 5.00 0.20
GC-49 0.4 0.15 2.67 0.08
GC-72 3.7 0.30 12.33 0.57
GC-93 0.4 0.10 4.00 0.26
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Clear zone in colloidal chitin agar (a) and

Fig. 1
photomicrographs of the strain(b)
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Table 2 Utilization of carbon sources(24 h)
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Fig. 3 Neighbor—joining tree resulting from analysis of the 16Sr DNA gene sequences
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Table 3 Experiment of enzymatic hydrolysate
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Fig. 4 Results of TLC 4 344 300 27 108.8 36.3
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