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Study on Welan Gum Fermentation Dynamics of Sphingomonas sp.
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Abstract: The EPS welan gum batch fermentation dynamics of Sphingomonas sp. were
demonstrated. The mathematics models of the dynamic parameters of Sp hingomonas sp. growth in 7 L
fermentation reactor, synthesis of welan gum,and consumption of nitrogenous source were depicted.

The estimated model parameters were confirmed bythe batchfermentation experiment data. These

models offered the evidences for large scale production of welan gum.
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Fig. 1 Structure of welan gum
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Table 1 Value of Sphingomonas sp. ZJ01 fermentation
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0 0.058 4.26 0.27
8 0.553 3.94 1.98
12 1.261 3.65 3.25
16 1.900 3.45 4.85
20 2.521 3.14 6.53
24 3.336 2.50 7.85
27 3.777 2.10 8.64
33 4.808 2.01 9.25
36 5.112 1.87 9.97
40 5.227 1.66 10.54
44 5.897 1.52 12.12
48 6.198 1.44 13.07
60.5 6.293 1.38 15.48

KW 35 h J AR L 248 TR, 2R E AR
ISR E ], 53 A1 B A RS 0 T R G AR Rl 2

LHStHRASIL 2015 FE 4 EE 5




RESEARCH ARTICLE

XU Xiaopeng,et al: Study on Welan Gum Fermentation Dynamics of

Sphingomonas sp.

B 7R, N R T R AR AR i 2 T
BT A AU B R ] R B I R AR T
A W] A O T2 B A D 7 IR A — T T A B
Sy Sl 1), D 2 W 200 PN S 2 T O HE A
JRLAh B3 R SR A 3, A% o A A% AR 32 B R I
AR 2 IR BB E(EL . 18] 2 K P AR R T P JEE
LT S, TR I I R R A A A
B 2 (5220 Matlab U5 B 26 5 Pl 2 52 00 A9 16D
% i Matlab #0455 A9 2 AR GF B9 B 1l 22 Jie k18
(10 T e A Al BR A P8 D A R TR 114 722 A Rl =2 i 7
A A

Wi WG R I RE (1) (2) . (3) =T e
WS EAE 5N K, X, P, B,

v RIE - NNO, % B ——H

116
6_

12 e
a | =
24 % | oz
2 1PE B &
ot o | =
s 12% 44 31
21 =

(g | Jdo

0 10 20 30 40 50 60 70
¥ ) /h

2 Sphingomonas sp. ZJ01 X B3 1 R B 5116 K #E

&
Fig. 2 Simulation of experimental data by kinetic model

of Sphingomonas sp. ZJ01
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Table 2 Estimated value of kinetic model parameter
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