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Screening, Identification and Fermentation Characteristics of Yeast from
the Vineyard of the Sixth Division in Xinjiang Province

ZHENG Xiaoji', WANG Shunli*, SHI Xuewei', SHAN Chunhui"
(1. School of Food Sciences, Shihezi University, Shihezi 832000, China; 2. Xinjiang Tangting Xialu Wine
Estates Co., Wujiaqu 831300, China )

Abstract. 127 strains of yeast were isolated from grape epidermis,vineyard soil and natural
fermented grape mash from the vineyard of the Sixth Division in Xinjiang province. After primary
screening, secondary screening and comprehensive tolerance experiment,we obtained yeast strain
F12 with excellent fermentation performance. According to sugar fermentation,carbon and nitrogen
sources assimilation,colony characteristics,cell morphology,and 5.8SrDNA ITS region gene
sequencing, F12 was identified as Saccharomyces cerevisiae. It was found that F12 ,which adapted to
grape juice, has a strong fermentation ability and good flocculation. F12 could ferment in grape juice
with sugar content above 400 g/L, SO, concentration above 200 mg/L , alcoholic content above 15%,
acid content 18 g/L with a wide temperature range of 10 ‘C to 35 ‘C. F12 could ferment in grape
juice with sugar content above 400 g/L, SO, concentration above 200mg/L ,alcoholic content above
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15% ,acid content 18 g/L with a wide temperature range of 10 ‘Cto 35 ‘C. The wine fermented by
F12 has characteristics of pure color, full-bodied aroma , mellow taste , coordination and typical style.

Keywords: Xinjiang, Small region, Saccharomyces cerevisiae ,screening ,identification
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Table 1 Experimental results of further screening for seven yeast strains
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Table 4 Ability of yeast F12 to ferment sugars
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Uncultured compost fungus FM177659.1
Saccharomyces cerevisiae FJ793809.1
Saccharomycetes sp. GU931321.1
Saccharomyces bayanus EUT19073.1
Saccharomyces sp. AY942703.1
—— Saccharomyces cerevisiae AM262826.1
67| Uncultured compost fungus FM177660.1
—— Saccharomyces cerevisiae AY247399.1
Saccharomyces cerevisiae AM262829.1
F12
Saccharomyces cerevisiae GO376091.1
Saccharomyces cerevisiae AB212263.1

Saccharomyces cerevisiae FN393995.1
Saccharomyces cerevisiae FN376422.1

Saccharomyces cerevisiae AB533539.1
Saccharomyces kudriavzevii strain EU145769.1
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Fig. 4 Phylogenetic tree based on 5.8S rDNA ITS region

partial sequence showing the relationship between

yeast F12 and related members of the family yeast
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Fig. 6 Comparison between F-12 and D254 on GC-MS

results of fermented wines
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Table 5 Results of properties analysis to wine

iR S R CERFR | MR/
W HE/(g/L) I3 81% it g/1)
g
(D254) 2.97 11.5 477
WA (F12) 3.81 11.3 4.69

X6 HEARBREITSR

Table 6 Sensory evaluation of wine

411 (D254) 10 10

HIAT I (F12) 10 10 14 14
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