155N Bacillus subtilis 265,
ARSI L ) )

42, FmA x££V, BERY, K RV
(LR R, Tk A BOR B E M R g % VL o8 2141222, VLR K% B TR E B TL08 B8 214122)

WE: FRRTHEIEEREMERA Ecoli pET-20b (+)/CGTAE-CBM,,, # CGTAE-
CBM,,, A B i N 6 # 4 A & Fl 15 5 A (estA bpr.vpr.yncM . yvgO #= ywbN) #) F & fi 45
pMAO911-SPs *F ,#3 T 6 #F & 48 £ & AR L AN KA B £ B. subtilis WB600 ¥ , KA T
6HETUE, EAEGKBELMT estA 125 RAF 09 2 b2 R RAF, L4 IR b B2 2-F) 3 3 /=
52 081 gL, AR &H THMS#hETAE , LI WBpMB/CGTAE-CBM,,,, 1 4 h & # 4k , # 47
T #EAA B, FHT CGTAE-CBM,,, B4 S 20k ik, R&ME AA-2C 2R FHT 2.16
1& ,VC 3L R X 3] 21.9%,

KR : AR ARSI BT AE TR, FREE

FESES Q555 XEREB:A XEHRS:1673—1689(2016)02—0173—07

Effects of Signal Peptides on Extracellular Expression of Cyclodextrin
Glycosyltransferase in Bacillus subtilis

MAO Ting"?*, LI Jianghua™?, LIU Long'*, DU Guocheng'?, CHEN Jian'?
(1. Key Laboratory of Industrial Biotechnology , Ministry of Education , Jiangnan University , Wuxi 214122 , China ;
2. School of Biotechnology, Jiangnan University , Wuxi 214122, China )

Abstract: CGTAE-CBM,,, gene from E. coli pET-20b(+)/CGTAE-CBM,,, was cloned and inserted
into the expression plasmid pMAO0911-SPs containing six different signal peptides (estA ,bpr,vpr,
yncM, yvgO and ywbN ), which were further transformed into B. subtilis WB600 for overexpression
to obtain six recombinant strains. The results showed that estA was the optimal signal peptide among
all the signal peptides under the same culture conditions,the yields of AA-2G was up to 0.81 g/L,
obvious higher than that of the other five strains. Therefore, WBpMB/CGTAE-CBM,,, was chosen
as the starting strain and the optimum conditions for extracellular expression of CGTAE-CBM,,,
were investigated in shaking flask. Finally,the high expression of CGTAE-CBM,,, enzyme was
achieved, and the yields of AA-2G was about 2.16 times higher than that before optimization and the
conversion rate of VC reached 21.9%.
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Fig. 1 Restriction enzyme analysis of recombinants

plasmid and comparion of AA-2G production
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2 W 544 . The 7th International Forum on Industrial Bioprocesses (IFIBiop 2016) will be held at Wuxi in China.
This event aims at promoting an efficient communication and collaboration in the field of industrial biotechnology. It covers
the following topics: Biocatalysis and Biotransformation; Biofuels and Biorefineries; Bioprocess Integration and Intensification;
Bioreactors Engineering; Bioresources and Biomaterials; Biosensors; Carbohydrate Chemistry and Biotechnology; Food
Biotechnology and Engineering; Microbial and Enzyme Technology; Molecular Bioengineering, Systems Biology and Metabolic

Engineering; Purification of Biomolecules
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