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EcoPDB A High Quality Dataset of Escherichia coli Gene Sequences
and Corresponding Protein Structures
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Abstract High quality data about protein structures and their gene sequences are essential to the un-
derstanding the relation between protein folding and protein coding sequences. By query about Es-
cherichia coli proteins in SWISS-PROT a cross-reference table of the protein structures and their cor-
responding gene sequences in different databases was obtained. Removing a large amount of redundant
and uncertain data a high quality dataset EcoPDB was finally constructed. This dataset includes
191 E. coli genes and corresponding Protein Data Bank structures determined by X-ray diffraction
method with resolutions better than the 2.5 A. The total residue number amounts to about 55 000.
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" SWISS-
PROT 10 11 .
b2 1.2
mRNA SWISS-PROT PDB
307
PDB 1129
EcoPDB.
1 X
2.5A
2 PDB
3
PDB PDB
4 R
PDB
5
6
2
191
4.5% 191 PDB
PDB 1.
PDB ID PDB
1
EcoPDB a
1.1 PDB PDB 18.3% B
GenBank *~° PDB PDB 12.0% o+B
Protein Data Bank PDB PDB 69.1%
PDB ¢7 . PDB PDB 0.5%
GenBank Eco-
Gene 8 ¥ . 5.5
1 EcoPDB PDB
Tab.1 The genes and the PDB codes of their corresponding protein structures in EcoPDB
PDB PDB PDB PDB PDB
accB 1BDO dppA 1DPE gshB 1GSA nagB 1DEAA recA 2REB
accC 1BNCA dps 1DPSA gst 1AOFA nanA 1INAL1 ffG 1BXKB
ada ISFE dsbA 1FVKA guaA 1GPMA narlL 1A04A rho 1A62
adk 1AKEA dut 1EUWA gyrB 1AJ6 nrdA 1RLR rmhA 2RN2
alkA IMPGA era 1EGAB hdeA 1BGSA nrdB 1XIKA rpll 1CTF
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1
PDB PDB PDB PDB PDB
alsB 1RPJA fabA IMKAA hdhA 1FMCA nth 2ABK rplY 1DFUP
ampC 2BLSA fabB 1DDSA hemB 1B4EA ompF 20MF rpoA 1BDFB
ansB 4ECAA fabD 1IMLA hemC 1PDA ompR 10PC rtcA 1QMHA
araC 2ARCB fabF IKAS hisJ 1HSLA pck 1AYL ruvA ICUK
aral SABP fabH 1EBLA holB 1AST pepP 1AZ9 ruvC 1HJRA
arcB 2A0B fabl 1QSGA hybD 1CFZA pfkA 1PFKA serC 1BJNA
asd 1BRMA fbaA 1DOSA ivE 1A3GA pilB 1CM5A sodA 1VEWA
asnA 12ASA fcl 1BSVA katE 1CF9A pheA 1ECMB sodB 1ISAA
asnB ICT9A {dhF 1AA6 kdtB 1B6TA phoA 1B8JA sodC 1ESO
aspC 1ARS thuD 1EFDN leuB 1CM7A phoB 1BOOA sucC 2SCUB
aspS 1C0AA fis IFIAA liv] 2LIV php 1BF6A sucD 2SCUA
atpC 1AQT fldA 1AG9A livkK 2LBP phrB IDNPA talB 1ONRA
bioD 1BYI fmt 1IFMTA malE 1ANF potD 1POT tar 2ASR
bioF IBSOA folA 1RA9 manX 1PDO potF 1A99A thyA 1QQQA
birA 1BIA folE 1A8RA map 1C24A ppa 1OBWA topA 1ECL
carA 1A9XB folK 1HKA marA 1BLOA pstS 1IXH treR 1BYKA
carB 1BXRA folP 1AJ2 mdh 2CMD pth 2PTH upC 1PII
cdd 1CTT {pr 1FDR metC 1CLIA ptsH 10PD trxA 2TRXA
chbB I1IBA ftsY IFTS metF 1B5TA ptsl 1ZYMA trxB I'TRB
cheY 3CHY fucA 2FUA metG 1QQTA ptsN 1A6)JB tufB 1IEFCA
clpP 1TYFA fucl 1FUIA metH 1IMSK purA 1QF5A tynA 10ACB
crp 3GAPA fumC 1FURA met] 1CMCA purD 1GSOA ubiB 1QFJA
crr 1F37 galE 1UDC mglB 2GBP purE 1QCZA umuD 1UMUA
cspA IMJC galT 1GUQA mgsA 1B93B purF 1ECFB ung 4EUGA
cybC 256BA gapA 1GADO mltB 1LTM purK 1B6RA ushA 1USH
cyoA 1CYX gleB 1DSCA modA 1WOD purN 3GAR vsr 1CWO0A
cysH 1SUR glmS 1IMOQ mtlA 1A3AA purR 1DBQA xerD 1A0P
cysl 2GEP glnB 2PII mug IMUGA pykF 1PKYA xthA 1AKO
dapA 1DHPA glpK 1BU6Y mukB 1QHLA pyrB SATCA ycaC 1YACA
dapB 1DRW gmd 1DB3A murA 1UAE pyrE 1OROA yigF 1QUIA
ddiB 11IOW gor 1GESB murB 1UXY pyrl SATCB
def 1BSM4A apt 1A96B murD 1UAG qor 1QORA
deoD 1ECPA greA 1GRJ mutH 1AZO rbsB 2DRI
dnaN 2POLA grol. 1DERA mutl 1B63A rbsK 1RKD
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