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Expression of Pichia stipitis Xylitol Dehydrogenase Gene XYL 2
in Saccharomyces cerevisiae
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Abstract: Pichia stipitis Xylital dehydrogenase (XDH) Gene XYL2 was amplilied by PCR. The
XYL?2 gene were placed under the tricse phosphate isomerase (TPI) promoter of yeast vector pY X212
to produce the fusion expression vector pYX-XYL2, pYX-XYL2 was transformed into Saccharomyces
cerevisize W303-1A by electroporation. Transformants of S. cerevisiae containing XYL2 of P. stipi-
tis synthesize an active XDF. Specific XDH activities of two transformants were 0. 59 TU/mg protein
and 0,66 U/mg protein respectively, which were more than 2.4 times of that of P. stipits CBS 5773
stain. Differently from P. stipits CBS 5773, the XYL2 in S. cerevisiae transformants expressed con-
stitutively and did not need xylose for induction.
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11,1 HBhkHHEE KBEHEBEIEK E-
cherichia coli JM109, BREBE B8 T B 8% Saccha-
romyces cerevisice W303-1A HEEERELZRER
M FERERRE Pichia stipitis NRRL Y — 7124
(CBS 5773) W ZE AL WM A BEHMAE M4
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1.pYX-XYL2/EcoR 1; 2. A DNA/Hind [1l marker;

3. DL2000 Marker; 4. pYX-XYL2/BamH [+ Apa I.
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Fig.2 Restriction enzyme analysis of recombinant ex-
pression vector pYX-XYL2
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Tab.1 Xylitol dehydrogenase activity of P. stipitis and
8. cerevisiae transformants
I 5 BERTESRT
XDH #&#/U

W303-1A 0.01

P. stipitis CBS 5773 0.25
WXYL2-3 0.59
WXYL2-7 .66

MBEWEZRTUEL BEEHE S, core
visiae W303-1A TERBHE BB ABEERE. &
#1F WXYL2-3 fl WXYL2-7 AR AL S e 0 &
ERECHAPHMIESH RN 0.59 UMO.66 U, 2
FIHEEBLKE P. stipits CBS 577300 2.4F12.6
& AN RREREY AEBRRESBEREE P.
stipits CBS STI3 M BB HEAEIEST, WL S.
cerevisice W303-1A FH GHEB AR R, EHHH
EHRFEFHTTMIES S, cerevisice W303-1A EHF
B AR R L M A
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