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The Study and Application of Nutrigenomics

LE Guo-wei, SHI Yong-hui
(School of Food Science and Technology. Southern Yangtze University, Wuxi 214036, China)

Abstract: Nutrigenomics is the application of high-throughput genomics technology in nutrition
research. In keeping with the unraveling of the human genome and model animal’ s genome,
recent technological advancements have made it possible to analyze simultaneously numerous sets
of DNA, mRNA and/or proteins expressed in a biological sample or to define genetic
polymorphism. It may be important for research of the individual response of an organism to its
nutritional environment changes. It will promote an increased understanding of how nutrition
influences metabolic pathways and homeostatic control; how this regulation is disturbed in the
early phase of a nutrient-related disease and to what extent each individual sensitizing genotypes
contribute to such diseases, Ultimately, nutrigenomics are providing the necessary understanding
to develop and evaluate different approaches to manipulate bioactive compounds, new biomarkers
for the in vivo efficacy of nutrients. Nutrigenomics will allow effective dietary-intervention
strategies to recover normal homeostasis and to prevent diet-related diseases.
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Tab.1 Nautritional potential of genetic diversity in cellular process
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Tab.2  Application of proteomics on food Nutrition
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