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Synthesis and Clone of Cecropins’ Gene in E. coli

HAN Jin-hui', SHI Yong-hui*, LV Wen-ping’, LE Guo-wei*, ZHAI pei
(1. Key Laboratory of Food Science and Safety Minstry of Education , 2. Key Laboratory of Industry Biotechnolo-
gy, Minstry of Education, 3. School of Food Science and Engineering, Southern Yangtze University, Wuxi 214036,
China)

Abstract ; Cecropins is a group of insect antibacterial peptide, which is generally researched in food
science. By utilizing bioinformatics we studied sixty-two cecropins and designed four cecropins-
like polypeptides. The four polypeptides were reverse-translated into 202bp gene based on
Escherichia coli bias codons. Objective: synthesizing and cloning the antibacterial peptides’ gene.
Methods: utilizing multiple PCR, we synthesized total genes of design polypeptides, constructed
recombinant plasmid and transformed to E. coli. Result: genes of four design polypeptides had
been successfully cloned into PUC19 through the verification of both agarose gel electrophoresis
and genetic sequencing for recombinant vector.
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