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Advances in the Study of the Molecular Structure and Function

of the Bacterial Lipase

YAN Yun-Jun®, SHU Zheng-Yu*, YANG Jiang-Ke
(College of Life Science and Technology, Huazhong Science and Technology University, Wuhan 430074, China)

Abstract ; Bacterial lipase is a kind of biocatalyst which is widely used in many industrial fields.
Up to now, more than seven 3-dimensional structures of the bacterial lipase have been elucidated
and thirty bacterial lipase DNA sequences were determined. In this review paper, discussion is
facused on the 3D-structure, the process of the secretion and folding and the catalytic mechanism
of the bacterial lipase.
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