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The Polymorphism of Lactobacilli from Acid Whey for
Dairy Fan in Yunnan Area

JU Ning, ZHANG Jiachao, SUN Zhi-hong, LIU Werrjun,
JIN Ye, ZHANG Heping, SUN Tiamrsong
(Key Laboratory of Dairy Biotechnology and Engineering, Ministry of Education, Inner Mongolia A gricultural Unr
versity, Hohhot 010018, China)

Abstract: T he target of this study is to investigate the biodiversity of 70 Lactobacilli strains,
isolated from the acid whey for dairy fan made by herd man families in Yunnan Dali the Bai
nationality Region in China, for this, AFLP technique integrated with NTSY S pc2. 1 software
was developed to investigate the polymorphism and types of the strains. The results suggested
that the amplified bands of AFLP were clear and stable with high repetition and high
polymorphisms. The cluster analysis showed that at level O 89, 70 tested strains were clustered
into 4 groups: Lactobacillus fermentum, Lactobacillus helveticus (65. 7%) and Lactobacillus
plantarum. The biodiversity of isolates from III was further investigated. At level 0. 90, they
were clustered into 8 genotypes.
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Fig.1 Electrophoresis pattern derived from DNA of Lactobacilli
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Fig. 2 Electrophoresis pattern derived from AFLP digestion of Lactobacilli
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Fig.3 Electrophoresis pattem derived from AFLP preamplification of Lactobacilli
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:A: Lactobacillus amylop hilus AT CC49845, B: Lactobactllus rhamnosus AT CC 7469 C: Lactobacillus casei subsp. caset

AT CC393, D: Lactobacillus delbrueckii subsp. delbrueckiit AT CC 11842 E: Lactobacillus caset AT CC334 ; M:Marker
DL2000
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Fig.4 Flectrophoresis pattern derived from repeating tests of AFLP
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Fig.5 AFLP fingerprints of genomic DNAs of Lactobacillus strains
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Fig. 6 UPGMA dendrogram derived from the AFLP finger prints of Lactobacillus strains
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Fig. 7 Dendrogram derived from AFLP patterns of 111
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