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A Comparison of Milk Volatile Free Fatty Acids from Xinong Saanen Goat
and Holstein Cattle and the Molecular Mechanism Analysis
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Abstract:In this mansucript, the milk from Xinong Saanen goat and Holstein cattle was used as
the research model to investigate the volatile free fatty acid composition and to elucidate the
molecular mechanism. Volatile free fatty acids were extracted by solid-phase microextraction
(SPME), were analyzed by gas chromatograph combination with mass spectrophotometer (GC-
MS). The AT-MT gene sequence of fatty acid synthase from Xinong Saanen goat was cloned,
and the AA sequence and protein secondary structure distribution were compared with that of
Holstein cattle. The results showed that n-Decanoic acid was the main effect flavor component

(40.89%) in Xinong Saanen goat, there were significant differences in AA sequence and protein
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secondary structure distribution between Xinong Saanen goat and the cattle. It demonstrated that

fat enzyme gene of synthesis and metabolism was responsible for goaty flavor, and breeding

methods of tradition and molecular could be effective ways to improve goat milk quality.
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