K i, W

( , 214122)

s R T ZBRBEF (SA) A Z AR s AT A B B 48 2T 4T U= 30 000 #9 A2 I8 I 5 & R BUE 19
KBS (AE) EHRAC KA T 34T 1546 ,SA 3T AR 69 T35 R A4 F 4 55.86%, 855 R G £ A
105.81% ;1645 J6 t9 Rk B SN B R i X A — R a# A Gt p ML B+ AL B
BIA— RO o Bk BIWEABRBHANGEZTHN TS, SHLASHEGRKESAAEA
— R BE MG H) BKEE 70 CRIB S h BB RRARE T0% A Loy iE  55MT R F &4 T
B % 5% 8 35% AR, L AL R M B ER G B 5 0 RAKEES) S F A2 K, A 1.0 mmol/L 51K 2
0.75 mmol/L, & WA H xF R4 64 A= ) A A R 0942 35, Sush 5465 09 KB R 15 08 Ao R 1€ pH
A F — ey T, &REP SAFEMT—FTH 23R KL FRAARIKIESL Ko+
Fo ) B H KA G A T

s BUKEE, T BB AL F B BRER, F A F
:Q 814 A :1673—1689 (2013 )06—0622—06

Chemical Modification of the Bacillus subtilis Aminopeptidase by Succinic
Anhydride and Its Enzyme Properties

ZHANG Jing, TIAN Ya—ping
(Key Laboratory of Industrial Biotechnology ,Ministry of Education, Jiangnan University , Wuxi 214122, China)

Abstract: Aminopeptidase which was isolated from Bacillus subtilis was purified by ammonium
sulfate precipitation and ultrafiltration using of a 30 kDa MWCO polyether sulfone (PES)
membrane. Succinic anhydride (SA) was used as a modifier for the chemical modification of the
purified Aminopeptidase. The effects of modification were characterized using the 6-trinitrobenzene
sulfonic acid method,ultraviolet spectroscopy,and CD spectroscopy. The results showed the
structure of native and modified Aminopeptidase is different. The average amino modification yield
of the modified Aminopeptidase was 55.86% and the enzymatic acticity increased to 105.81%.
Compared with the native Aminopeptidase ,the modified Aminopeptidase exhibited apparently higher
thermal stability. The K,, of the modified Aminopeptidase (K,=0.75 mmol/L)) was lower than native
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Aminopeptidase (K, =1.0 mmol/L). The result indicated that the chemical modification of

Aminopeptidase increased the affinity. In addition,enzyme properties have been changed after

modification.

Keywords: aminopeptidase,succinic anhydride ,chemical modification ,stability , kinetics
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Fig. 1  Absorbance spectra of native and modified
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