Xz _— > > A
wHmm2, F m', & #H', B R', MEF"
(1. , 210095;2. , 247000)

 ATREIBERFERORORGEARBEARK R MH RIS R XA Z R, 55T
FREORRG &, AR LH#ZAARE pH & B IPG Iz &5 2-DE B#6#m, &R AW, R
A TCA- R BR 25 & B Wk R BUR X P o9 & G it , R A IPG A 4 pHS-8. & & vy L4 2 4 1 200
pe H LA I G250 B ik F kit AT 6, E ST RATHEEAR G RGN G & kAT E
HEEEORESETION  BEARESHHY FRAWM S HEES,
s R R AR el ik
:Q 81 A :1673—1689(2013)07—0762—05

Research on Two-Dimensional Electrophoresis Conditions for Proteomic
Analysis of Pteridium aquilinum

HUANG Jin-song'?, JIANG Li', SHI Yun', HUAN Chen', YU Zhi—fang"
(1. College of Food Science & Technology, Nanjing Agricultural University , Nanjing 210095, China;2. Department of
Materials and Chemical Engineering, Chizhou college , Chizhou 247000, China)

Abstract: In order to establish two—dimensional electrophoresis technology system of total proteins
of Pteridium aquilinum ,2—DE maps was compared with protein extraction method,loading amount
and pH ranges of IPG strips The results showed that phenol extraction protocol combined with TCA/
acetone was more favorable for total protein extraction from fresh Pteridium aquilinum. A high
quality 2-DE map with more protein spots,better dispersion,clearer background and higher protein
point resolution were acquired by using the following optimized parameters :loading 1200Lg protein
sample on 17¢m IPG strip with pH 5-8,and finally detecting proteins with Coomassie brilliant blue
G250 staining. Under above experimental conditions,the total number of protein spots is 719, this
experimental results provides a basis for further study of post —harvested Preridium aquilinum
proteomics.
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