E oW OWmEMSS, K AT
(1. , 150040; 2. :
150066 3. , 150066)

238 3 24T R R R AR AS R R BT SO SR R AT AT R A KO A 242 pH A A R E ML TR
NASp B ARG Hra, BREN FARMAESH AN 8 BAE, 5 AR TUA B TALEATHHE
A, JF AR 45 38 e T W AT 04 B3GR AR R B A B & S LT A KRR ) ¥ a A R
B R A WA AR R T AR R R, AR TRERM AR ET
A mIpE A SR GMET WHATHGEK,

D A SHI A A E KM
:S 852.6;S 859.797 A :1673—1689(2014)03—0255—06

Effects of Probiotics on Growth and Intestinal Microflora of Piglets

WANG Na'*, SHANG Zhiwei*, ZHAO Min™
(1. College of Life Science,Northeast Forestry University , Haerbing 150040, China;2. Heilongjiang Vocational
College for Nationalities , Department of Student Affairs , Haerbing 150066, China ;3. Heilongjiang Vocational
College for Nationalities , Department of Food Engineering, Haerbing 150066 , China )

Abstract: This experiment was conducted to study the effects of probiotics on growth,pH value of
feces, colonization of certain strain and bacterial communities of intestine in weanling pigs. The
results showed that,benefit bacterial can be colonized successfully in intestine after probiotic
application for eight weeks,the daily gain was significantly increased (P<0.05) whereas both feed
gain ratio and diarrhea rate of weanling pigs were decreased significantly (P<0.05). Besides, growth
response of piglets to probiotic displayed a time dependent pattern. It was most efficiency at early
stages after weaned when acid environment can be maintain that would be benefit for piglets growth.
Moreover,the number of beneficial bacterial was increased but the number of harmful bacterial were
decreased in the piglets intestine after probiotic application.
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Table 3 Effents of compound probiotic on growth performance of weaning piglet
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